ABSTRACT Campylobacter fetus subsp. testudinum originating in reptiles can cause invasive infections in humans. Here, we present the whole-genome sequence of C. fetus subsp. testudinum strain 772, isolated from a human patient in China.
genome sequence of C. fetus subsp. testudinum strain 772 provides a better understanding of virulence, adaptation, and evolution. Further studies are warranted to investigate the pathophysiological mechanism of this pathogen.
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The complete genome sequence of C. fetus subsp. testudinum 772 has been deposited in GenBank under the accession number CP027287.
